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<400> 1 

gttggaaacg gcactgctga gtgaggttga ggggtgtctc ggtatgtgcg ccttggatct 60 
ggigtaggcg oggtcacgcc tctcttcago cagcccgagc cttcccggcc tggcgcgttt 120 
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agttcggooc Igcgggacgc cggtgggcta gggcaoggtg tgtgccctci icctgattct 180 
ggogaaaoat gccggtccgg oogcoagoto cccogogogc attgcacctt tiggaggoot 240 
atcgttcaaa aciaagccaa actgaagaco gacagdcag aagttccata gaacgggtta 300 
ttaacotoit tcogogcoac ctcttlcogg ctttoatoga taticoogoo ttttatgaag 360 
tgaccttoct ggataotcco aaatgtatag otcgticoaa gccgtctgao ccaattcaac 420 
ctgtgoatac ttgggagatt tccagccttc caagctctoc tgtgacttca gagacactgc 480 
caagcagcct iagccctagt gtagagaaat acaggtatca ggatgoogat ocacctcctc 540 
aagagcatat ttccccacoo atcacaaatg aagtgatagg tccagaattg gttcatgtct 600 
cogogaagaa cttatcagag attgagaatg tccatggatt tgtttctcat tctcatattt 660 
caccoataao gccaacogoo gctgttcttc cctctcctcc cactgtccct gtgatccctg 720 
tcctgccagt ccctgctgag oatactgtco tcclacccac cataccocog gcaaatcctc 780 
ccccogtact ggtcaacaco gaiagcttgg Gaacaccaoc Uacgttaot ggcacagatg 840 
cagattatga atatgaagaa atcacacttg aooggggoao ttcagggctt ggtticagca 900 
tigcaggagg tocggacoac ccacacattg gagatgactc oogtattttc attaccaooa 960 
Uatcacagg gggagcagcc gcccaagatg gaagattgcg ggtcaatgac tgtatattoc 1020 
aogtaaatga agtogatgtt cgtgotgtao cacatagcaa ogcogttgoa gcgttgaaag 1080 
aogcagggtc tottgtocgc ttgtatgtaa oaogaaggaa accagtgtca goaaaaataa 1140 
tggaaataoa gctcatlaoa ggtcctaaag gtcttgggtt tagcattgct ggaggtgttg 1200 
gooatcagca tattcctggg gotaatagco tctatgtaoc caaaotoatt goaggaggtg 1260 
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f 

i 

cogcacotaa ggotggcooa dtcagattg gagotooact tttagcagtg oataocgtot 1320 
gttlagaaga agtioctcot goagaagcag iaactgcclt aoogoacaco tctgoltitg 1380 
tttotttgoo ogtggcaaaa cccacaagta tgtaiatgaa tgatggctot gcoccacclg 1440 
atatcaccao ctcttcttci cogcctgttg otoaccotgt tagcccatct tccttcttgg 1500 
gccagacacc agcotctcca gccagotact ccccogtttc taaogcagta cttggagatg 1560 
atgaaattac aagggoacct agaoaagttg ticttcotcg tggctcoacg ggccttggtt 1620 
tcoacattgt oggaggagao gatggagaag gaatottlat ttccttlatc ttagccggog 1680 
gacctgctga tctaaglgga gagctcogaa aaggogatcg tottatatcg gtaaacagtg 1740 
ttgacctcag agctgctagt catgagcagg cagcagctgc attgaaaaat gctggccogg 1800 
cigtcocaot tgttgcacaa totcgacctg aagaatacag tcgttttgaa gctaaaatac 1860 
atgatttacg ggogcagotg atgaatagta gtattagttc agggtcaggt tctcttcgaa 1920 
ctagccagaa gcgatccdc totgtcagag ccctttttga ttatgocaag actaoagoca 1980 
gtgggcUcc cagtcoggga ctgaacttca ootttggaga tatcclccat gttattaalg 2040 
cttctgatga tgaotggtgg caogccaggc oggttacocc agatggtgag agcgatgagg 2100 
tcggagtgat tcccogtaaa cgcagagttg agaagaaoga acgagcccga ttoaaaacag 2160 
tgaaattcaa ttctaaaacg agagataaag gggagotccc tgacgacatg ggatcaaaag 2220 
gcctgaagca tgtaocttct aatgccagcg otogtgaaog iagttoccgt ggtcaagaag 2280 
aatacgtctt atcttatgao ccagtgoatc aacaagaogt toattotact cgoccagtga 2340 
tcotattggg occtotgoaa gacoggatoa atgatgactt gatctcagaa tttcctgaca 2400 
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0 

( 

oatttggotc ctgtgttcct cotacaacta gaccaaaacg agattaigag gtogatggoa 2460 
gogattatca ttttgtgact tcaagogagc agatggaaaa agatatccog gaocatooat 2520 
tcattgaagc tggccagtat aacaatcatc totatggaoc aagtgttcag tctgtacgog 2580 
aagtogcagg oaagggcaaa cactgtotcc ttgotgtgtc tggoaatgcc otaaogagat 2640 
tacagattgc ocagctttac cctatctcca tttttattaa acccaaatcc atggaaaata 2700 
tcatggaoat gaotaagcgt ctaacagaag aacaagccag aaaaacattt gagagagcca 2760 
tgaaoctgga acaggagttt actgoacatt tcacagctat tgtacogggg galocgclgg 2820 
aagacattta caaccaagtg aaacagatca tagaagaaca atctggttct tacatctggg 2880 
ttccggcaaa agaaaagcta tgaaaactca tgtttctctg tttctctttt ccocaattcc 2940 
attttctttg gcatctcttt gccctttcct ctggaaaaaa 2980 



< 2 1 0 > 2 

<211> 904 

<212> PRT 

<213> Homo sapiens 

<220> 

< 2 2 1 > miscJeature 

<223> human 0lg(discs large) 

<400> 2 

Met Pro Vol Arg Lys Gin Asp Thr Gin Arg Ala Leu His Leu Leu Glu 
15 10 15 



Glu Tyr Arg Ser Lys Leu Ser Gin Thr Glu Asp Arg Gin Leu Arg Ser 
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20 25 30 



Ser He Glu Arg Vol lie Asn He Phe Gin Ser Asn Leu Phe Gin Alo 
35 40 45 



Leu He Asp He Gin Glu Phe Tyr Glu Vol Thr Leu Leu Asp Asn Pro 
50 55 60 



Lys Cys lie Asp Arg Ser Lys Pro Ser Glu Pro He Gin Pro Vol Asn 
65 70 75 80 



Thr Trp Glu He Ser Ser Leu Pro Ser Ser Thr Vol Thr Ser Glu Thr 

85 90 95 



Leu Pro Ser Ser Leu Ser Pro Ser Vol Glu Lys Tyr Arg Tyr Gin Asp 
100 105 110 



Glu Asp Thr Pro Pro Gin Glu His He Ser Pro Gin He Thr Asn Glu 
115 120 125 



Vol lie Gly Pro Glu Leu Vol His Vol Ser Glu Lys Asn Leu Ser Glu 

130 135 . 140 



He Glu Asn Vol His Gly Phe Vol Ser His Ser His He Ser Pro He 

145 150 155 160 



Lys Pro Thr Glu Alo Vol Leu Pro Ser Pro Pro Thr Vol Pro Vol He 

165 170 175 
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Pro Vol Leu Pro Vol Pro Alo Glu Asn Thr Vol He Leu Pro Thr He 
180 185 190 



Pro Gin Alo Asn Pro Pro Pro Vol Leu Vol Asn Thr Asp Ser Leu Glu 
195 200 205 



Thr Pro Thr Tyr Vol Asn Gly Thr Asp Alo Asp Tyr Glu Tyr Glu Glu 
210 215 220 



He Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser He Alo Gly 

225 230 235 240 



Gly Thr Asp Asn Pro His He Gly Asp Asp Ser Ser He Phe He Thr 

245 250 255 



Lys He lie Thr Gly Gly Alo Alo Alo Gin Asp Gly Arg Leu Arg Vol 
260 265 270 



Asn Asp Cys He Leu Gin Vol Asn Glu Vol Asp Vol Arg Asp Vol Thr 
275 280 285 



His Ser Lys Alo Vol Glu Alo Leu Lys Glu Alo Gly Ser lie Vol Arg 
290 295 300 



Leu Tyr Vol Lys Arg Arg Lys Pro Vol Ser Glu Lys He Met Glu He 

305 310 315 320 



Lys Leu He Lys Gly Pro Lys Gly Leu Gly Phe Ser He Alo Gly Gly 
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* 



325 330 335 



Vol Gly Asn Gin His He Pro Gly Asp Asn Ser He Tyr Vol Thr Lys 
340 345 350 



He He Glu Gly Gly Alo Alo His Lys Asp Gly Lys Leu Gin He Gly 
355 360 365 



Asp Lys Leu Leu Alo Vol Asn Asn Vol Cys Leu Glu Glu Vol Thr His 
370 375 380 



Glu Glu Alo Vol Thr Alo Leu Lys Asn Thr Ser Asp Phe Vol Tyr Leu 
385 390 395 400 



Lys Vol Alo Lys Pro Thr Ser Met Tyr Met Asn Asp Gly Tyr Alo Pro 

405 410 415 



Pro Asp He Thr Asn Ser Ser Ser Gin Pro Vol Asp Asn His Vol Ser 

420 425 430 



Pro Ser Ser Phe Leu Gly Gin Thr Pro Alo Ser Pro Alo Arg Tyr Ser 
435 440 445 



Pro Vol Ser Lys Alo Vol Leu Gly Asp Asp Glu He Thr Arg Glu Pro 
450 455 460 



Arg Lys Vol Vol Leu His Arg Gly Ser Thr Gly Leu Gly Phe Asn He 
465 470 475 480 
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* 



Vol Gly Gly Glu Asp Gly Glu Gly He Phe lie Ser Phe He Leu Ala 

485 490 495 



Gly Gly Pro Ala Asp Leu Ser Gly Glu Leu Arg Lys Gly Asp Arg He 
500 505 510 



He Ser Vol Asn Ser Val Asp Leu Arg Ala Ala Ser His Glu Gin Ala 
515 520 525 



Ala Ala Ala Leu Lys Asn Ala Gly Gin Ala Val Thr He Val Ala Gin 

530 535 540 



Tyr Arg Pro Glu Glu Tyr Ser Arg Phe Glu Alo Lys He His Asp Leu 
545 550 555 560 



Arg Glu Gin Met Met Asn Ser Ser ile Ser Ser Gly Ser Gly Ser Leu 

565 570 575 



Arg Thr Ser Gin Lys Arg Ser Leu Tyr Val Arg Ala Leu Phe Asp Tyr 
580 585 590 



Asp Lys Thr Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu Asn Phe Lys 

595 600 605 



Phe Gly Asp He Leu His Val lie Asn Ala Ser Asp Asp Glu Trp Trp 
610 615 620 



Gin Ala Arg Gin Vol Thr Pro Asp Gly Glu Ser Asp Glu Val Gly Val 
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625 630 635 640 



He Pro Ser Lys Arg Arg Vol Glu Lys Lys Glu Arg Alo Arg Leu Lys 

645 650 655 



Thr Vol Lys Phe Asn Ser Lys Thr Arg Asp Lys Gly Glu He Pro Asp 
660 665 670 



Asp Mel Gly Ser Lys Gly Leu Lys His Vol Thr Ser Asn Alo Ser Asp 
675 680 685 



Ser Glu Ser Ser Tyr Arg Gly Gin Glu Glu Tyr Vol Leu Ser Tyr Glu 
690 695 700 



Pro Vol Asn Gin Gin Glu Vol Asn Tyr Thr Arg Pro Vol lie lie Leu 

705 710 715 720 



Gly Pro Met Lys Asp Arg He Asn Asp Asp Leu lie Ser Glu Phe Pro 

725 730 735 



Asp Lys Phe Gly Ser Cys Vol Pro His Thr Thr Arg Pro Lys Arg Asp 
740 745 750 



Tyr Glu Vol Asp Gly Arg Asp Tyr His Phe Vol Thr Ser Arg Glu Gin 
755 760 765 



Met Glu Lys Asp He Gin Glu His Lys Phe He Glu Alo Gly Gin Tyr 
770 775 780 
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« 



Asn Asn His Leu Tyr Gly Thr Ser Vol Gin Ser Vol Arg Glu Vol Alo 
785 790 795 800 



Gly Lys Gly Lys His Cys lie Leu Asp Vol Ser Gly Asn Alo He Lys 

805 810 815 



Arg Leu Gin He Alo Gin Leu Tyr Pro He Ser He Phe He Lys Pro 
820 825 830 



Lys Ser Met Glu Asn lie Met Glu Met Asn Lys Arg Leu Thr Glu Glu 

835 840 845 



Gin Alo Arg Lys Thr Phe Glu Arg Alo Met Lys Leu Glu Gin Glu Phe 
850 855 860 



Thr Glu His Phe Thr Alo He Vol Gin Gly Asp Thr Leu Glu Asp lie 

865 870 875 880 



Tyr Asn Gin Vol Lys Gin He He Glu Glu Gin Ser Gly Ser Tyr He 

885 890 895 



Trp Vol Pro Alo Lys Glu Lys Leu 

900 



<210> 3 

<211> 3150 

<212> DNA 

<213> Mus musculus 
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<220> 

<22 1 > miscJeoture 

<223> murine Dlg(discs lorge) gene 

<400> 3 

ggogoaooot gccggtccgg aagcoagata cccagogogc altgcatctg Uggaagaat 60 

atcgatcqao actaagccaa actgaogaca gocaoctcag aagttccata gagcgggtta 120 
ttaacatatt tcogagcaoc ctctttcagg ctttaataga tattcaagaa ttttatgaog 180 

tgacdtact tgataatcca aaatgtgtgg otcattcaaa gcogtgtgaa ccagttcagc 240 

ctgtgoctoc ttgggagatt gccogccttc caagcactgc cgtgacgtca gaaaccctgc 300 

ccggcogcct togccctcco gtogogaaat accggtatca ggotgaagag gtacttcctc 360 

ctgagcotat Udccacao gtcocaootg oggtgctagg tccogaactg gtccotgtct 420 
cagagacgao cctgtcagag attgagaalg tccatggatt tgtttdcat tctcotatct 480 

caccaataaa gcccacogaa gctgttcctc cctcctctcc cattgtccd gtgacccctg 540 

ccctgccagt ccctgctgog ogtoctgtcg tcctgccctc cgcoccacag gcoootcctc 600 

ctccagtgct gglcaacaca gacagcttag agacaccaoc ttotgttaot ggcactgatg 660 

cagattatga atotgaggaa atcacacttg oaaggggaaa ttcgggtctt ggtttcagca 720 

tlgcaggogg tacogacaac ccacacottg gagatgactc aagtottttc atcaccoaaa 780 

ttatcacogg cggacgggct gcccaggatg gaagattgcg ggtaaatgac tgtgtactgo 840 

gagtaaatga agcagacgtt cgtgatgtaa cccacagcaa agcagtggag gcattaaaag 900 

oogctggotc tottgigcgo ttgtotgtga oooggcggao gctagcatco gaoaaootca 960 



12/26 

tggooataao gctcattaoa ggtcctaaag gtdtgggtt cagcattgct ggaggtattg 1020 
gaoatcagca cattcctggt gataacogca tctatgtaac caaaatcott gaaggaggtg 1080 
cogcacacaa ggatggcaag cttcagattg gogataagct tctagcagtg aacagtgtgt 1140 
gtttagoaga agttoctcat gaagaagcag tgactgcctt aaagaataca tctgattttg 1200 
tttatttgaa ogtggcaoao ccaocaagta tgtatataoa tgatggctat gcaccacctg 1260 
acatcactaa ttcttcttct coatctgttg acaaccatgt cogcccgtcc tcctgcttgg 1320 
gccagacgcc aacgtcacca gccaggtact cacccatttc taaagctgtg ctcggagatg 1380 
acgagatcac tagggaacct cgoaoagttg ttcttcatcg tggctcaoco ggacttggtt 1440 
ttaacattgt ggccggtgaa gatggagaag ggatttttat ctccttcatc cttgctggcg 1500 
gacctgctga tctaagtggo gagctcagao aaggagatcg catcatatcg gtgaacagtg 1560 
ttgacctcag ogctgcoagt cocgoacaag cagcagctgc actaoagaoc gcaggccaag 1620 
ccgtcaccat cgttgcgcaa totcgacccg oagogtcacg tcgttttgaa gctaaaaicc 1680 
atgacttacg ggagcagoig atgaatagca gagtcagttc ogggtcaggg tctcctcgaa 1740 
ccagccogaa gcgctccctc tatgtcogag ccctctttga ttatgacaag actaaggaca 1800 
gcgggcttcc cagtcaagga ctgaacttcc gctttggaga catcctccot gtcatcaatg 1860 
cttctgocgo cgagtggtgg caagccaggc aggtcacccc agacggggag ogtgacgaag 1920 
tcggagtgat tcctagtaaa cgaagagctg agaagaagga acgagcccga ttaaaoacgg 1980 
tcaaattcaa ttctaaaaca agaggogota aagggcagtc attcaatgac aagcgtaaaa 2040 
agaacctctt ttcccgoaaa tttcccttct acoagaocaa ggaccagogt goacaggaaa 2100 
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< 

cgagtgatgc tgaccagcac gtaocttcta atgccagcga tagtgaoagt agttaccgtg 2160 
gtcaagaogo otgtgtttta tcttatgagc cagtgoatca acoagaogtt aattotaccc 2220 
gaccagtcat catattagga cctatgaaag acagogtaao tgatgactta atctcagaal 2280 
ttcctgacaa atttggatcc tgtgtccctc atocaactag accgoagcgt gacotagagg 2340 
tggotggacg agattatcat tttgtgoctt caagggaacg agtggaaaag gotattcagg 2400 
agcataagtt cattgaagcc ggccagtota acaaccatct gtatgggacg agcgtgcagt 2460 
ccgtgcgagc agtggcagag aagggcaaac attgtatcct tgatgtgtct ggoaatgcca 2520 
taaogaggtt gcagattgca cogctttotc caatatctot ttttattaoo cccaoatcca 2580 
tggaooatat catggaaatg aacoagcgcc taacagaaga gcaggccaga aaaacatttg 2640 
agagagccat gaagctggog caggogttco ctgogcattt cacagctott gtccagggag 2700 
acacgctgga ggacotttac aaccaagtga aacogatcat cgoagoacag tctgggcctt 2760 
acatctgggt cctagcgaaa gaaaagctot gaagacggat gttgttcttt cttttttcca 2820 
tggtctcatc tcttgccctg ttgtggagtc tgtcttcggt gtcctccacg ctgacacaga 2880 
tcccctcctc otggtcggco gttgtgcccg ttttttgoca tctgtgtccc ttcatgttgc 2940 
otcatctgta ctattctgtg ttactcttgg tttctggcca cttttcggaa tgaagatgao 3000 
tggcctgacc agctatctag ggtttgggga gatgtaaaat tgtaaaattc cttaatgttt 3060 
oagggoaagt taoctttaog agattttcag oaaagcttta tatacactct tttccaatct 3120 
cogtacaoat gaaaaaaoaa aooaaaaooa 3150 

<210> 4 
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* 

<211> 927 
<212> PRT 
<213> Mus musculus 

<400> 4 

Met Pro Vol Arg Lys Gin Asp Thr Gin Arg Ala Leu His Leu Leu Glu 
15 10 15 



Glu Tyr Arg Ser Lys Leu Ser Gin Thr Glu Asp Arg Gin Leu Arg Ser 
20 25 30 



Ser lie Glu Arg Vol lie Asn lie Phe Gin Ser Asn Leu Phe Gin Ala 
35 40 45 



Leu lie Asp lie Gin Glu Phe Tyr Glu Vol Thr Leu Leu Asp Asn Pro 
50 55 60 



Lys Cys Vol Asp His Ser Lys Gin Cys Glu Pro Vol Gin Pro Vol Thr 
65 70 75 80 



Thr Trp Glu He Ala Ser Leu Pro Ser Thr Ala Vol Thr Ser Glu Thr 

85 90 95 



Leu Pro Gly Ser Leu Ser Pro Pro Vol Glu Lys Tyr Arg Tyr Gin Asp 
100 105 110 



Glu Glu Vol Leu Pro Pro Glu His He Ser Pro Gin Vol Thr Asn Glu 
. 115 120 125 
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Vol Leu Gly Pro Glu Leu Vol His Vol Ser Glu Lys Asn Leu Ser Glu 
130 135 140 



lie Glu Asn Vol His Gly Phe Vol Ser His Ser His lie Ser Pro He 

145 150 155 160 



Lys Pro Thr Glu Alo Vol Pro Pro Ser Ser Pro lie Vol Pro Vol Thr 

165 170 175 



Pro Alo Leu Pro Vol Pro Ala Glu Ser Thr Vol Vol Leu Pro Ser Ala 
180 185 190 



Pro Gin Alo Asn Pro Pro Pro Vol Leu Vol Asn Thr Asp Ser Leu Glu 
195 200 205 



Thr Pro Thr Tyr Vol Asn Gly Thr Asp Alo Asp Tyr Glu Tyr Glu Glu 

210 215 220 



He Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser He Alo Gly 

225 230 235 240 



Gly Thr Asp Asn Pro His He Gly Asp Asp Ser Ser He Phe He Thr 

245 250 255 



Lys He lie Thr Gly Gly Arg Alo Ala Gin Asp Gly Arg Leu Arg Vol 
260 265 270 



Asn Asp Cys Vol Leu Arg Vol Asn Glu Ala Asp Vol Arg Asp Vol Thr 
275 280 285 
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His Ser Lys Ala Vol Glu Ala Leu Lys Glu Ala Gly Ser He Vol Arg 
290 295 300 



Leu Tyr Vol Lys Arg Arg Lys Leu Ala Ser Glu Lys He Met Glu He 

305 310 315 320 



Lys Leu He Lys Gly Pro Lys Gly Leu Gly Phe Ser He Ala Gly Gly 

325 330 335 



lie Gly Asn Gin His He Pro Gly Asp Asn Ser He Tyr Vol Thr Lys 
340 345 350 



He He Glu Gly Gly Alo Ala His Lys Asp Gly Lys Leu Gin He Gly 
355 360 365 



Asp Lys Leu Leu Ala Vol Asn Ser Vol Cys Leu Glu Glu Vol Thr His 
370 375 380 



Glu Glu Ala Vol Thr Ala Leu Lys Asn Thr Ser Asp Phe Val Tyr Leu 
385 390 395 400 



Lys Vol Ala Lys Pro Thr Ser Met Tyr He Asn Asp Gly Tyr Ala Pro 

405 410 415 



Pro Asp He Thr Asn Ser Ser Ser Gin Ser Val Asp Asn His Val Ser 
420 425 430 
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Pro Ser Ser Cys Leu Gly Gin Thr Pro Thr Ser Pro Alo Arg Tyr Ser 
435 440 445 



Pro lie Ser Lys Alo Vol Leu Gly Asp Asp Glu He Thr Arg Glu Pro 
450 455 460 



Arg Lys Vol Vol Leu His Arg Gly Ser Thr Gly Leu Gly Phe Asn He ' 
465 470 475 480 



Vol Alo Gly Glu Asp Gly Glu Gly He Phe He Ser Phe He Leu Alo 

485 490 495 



Gly Gly Pro Alo Asp Leu Ser Gly Glu Leu Arg Lys Gly Asp Arg He 
500 505 510 



lie Ser Vol Asn Ser Vol Asp Leu Arg Alo Alo Ser His Glu Gin Alo 

515 520 525 



Alo Ala Ala Leu Lys Asn Ala Gly Gin Ala Vol Thr He Vol Ala Gin 
530 535 540 



Tyr Arg Pro Glu Glu Ser Arg Arg Phe Glu Alo Lys He His Asp Leu 

545 550 555 560 



Arg Glu Gin Met Met Asn Ser Arg Vol Ser Ser Gly Ser Gly Ser Pro 

565 570 575 



Arg Thr Ser Gin Lys Arg Ser Leu Tyr Vol Arg Ala Leu Phe Asp Tyr 
580 585 590 
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Asp Lys Thr Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu Asn Phe Arg 
595 600 605 



Phe Gly Asp lie Leu His Vol lie Asn Ala Ser Asp Asp Glu Trp Trp 
610 615 620 



Gin Ala Arg Gin Vol Thr Pro Asp Gly Glu Ser Asp Glu Vol Gly Vol 
625 630 635 640 



lie Pro Ser Lys Arg Arg Ala Glu Lys Lys Glu Arg Ala Arg Leu Lys 

645 650 655 



Thr Vol Lys Phe Asn Ser Lys Thr Arg Gly Asp Lys Gly Gin Ser Phe 
660 665 670 



Asn Asp Lys Arg Lys Lys Asn Leu Phe Ser Arg Lys Phe Pro Phe Tyr 
675 680 685 



Lys Asn Lys Asp Gin Ser Glu Gin Glu Thr Ser Asp Ala Asp Gin His 

690 695 700 



Vol Thr Ser Asn Ala Ser Asp Ser Glu Ser Ser Tyr Arg Gly Gin Glu 
705 710 715 720 



Glu Cys Vol Leu Ser Tyr Glu Pro Vol Asn Gin Gin Glu Vol Asn Tyr 

725 730 735 
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Thr Arg Pro Vol lie He Leu Gly Pro Mel Lys Asp Arg Vol Asn Asp 
740 745 750 



Asp Leu He Ser Glu Phe Pro Asp Lys Phe Gly Ser Cys Vol Pro His 
755 760 765 



Thr Thr Arg Pro Lys Arg Asp He Glu Vol Asp Gly Arg Asp Tyr His 
770 775 780 



Phe Vol Thr Ser Arg Glu Arg Vol Glu Lys Asp He Gin Glu His Lys 
785 790 795 800 



Phe lie Glu Alo Gly Gin Tyr Asn Asn His Leu Tyr Gly Thr Ser Vol 

805 810 815 



Gin Ser Vol Arg Alo Vol Alo Glu Lys Gly Lys His Cys He Leu Asp 
820 825 830 



Vol Ser Gly Asn Alo He Lys Arg Leu Gin He Alo Gin Leu Tyr Pro 
835 840 845 



lie Ser lie Phe lie Lys Pro Lys Ser Met Glu Asn He Met Glu Met 
850 855 860 



Asn Lys Arg Leu Thr Glu Glu Gin Alo Arg Lys Thr Phe Glu Arg Alo 
865 870 875 880 



Mel Lys Leu Glu Gin Glu Phe Thr Glu His Phe Thr Alo He Vol Gin 

885 890 895 
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Gly Asp Thr Leu Glu Asp He Tyr Asn Gin Vol Lys Gin He lie Glu 
900 905 910 



Glu Gin Ser Gly Pro Tyr He Trp Vol Leu Alo Lys Glu Lys Leu 
915 920 925 



<210> 


5 


<211> 


20 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> Designed polynucleotide for use as a primer 
<400> 5 

atqccggtcc ggoagcoaga 



<210> 


6 


<211> 


20 


<212> 


DNA 


<213> 


Artificia 


<220> 





<223> Designed polynucleotide for use as a primer 
<400> 6 

tcttcatcct gatacctgta 



<210> 7 

<2 1 1 > 30 

<212> DNA 

<213> Artificial 



<220> 

<223> Designed polynucleotide for use as o primer 
<400> 7 

gctgtcogtc cocogctoac acoggctact 



<210> 8 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide for use os a primer 

<400> 8 

tgtcctaogt taoggaccot ctagogagcc 



<210> 9 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide for use as o primer 

<400> 9 

tcgtgcttto cggtatcgcc gctcccgott 



<210> 10 

<211> 5229 

<212> DNA 

<213> Mus musculus 



<220> 
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<221> miscJeoture 
<223> H2-kk gene 

<400> 10 

gaattcgata tcoctagtac gcgtcgacgo gctcggatcc cgggaagctt cgatccogac 60 
atgataagot acattgatgo gtttggocoo occocaocto gootgcagtg aaaaaaatgc 120 
tttatttgtg aaatttgtga tgctaltgct ttoUtgtaa ccattataag ctgcaatoaa 180 
caogttaoca acoacoattg cattcatttt atgtttcogg ttcaggggga ggtgtgggag 240 
gttttttaoa gcaagtoaaa cctctacaaa tgtggtatgg ctgattatga tccggctgcc 300 
tcgcgcgttt cggtgatgac ggtgaaoacc tctgacocat gcagricccg gogacggtco 360 
cogcttgtct gtoagcggai gccgggagco gacaagcccg tcagggcgcg tcogcgggig 420 
ttggcgggtg tcggggcgca gccolgaccc ctgcattaat goatcggcca acgcgcgggg 480 
agaggcggtt tgcgtattgg gcgctcttcc gcttcctcgc tcactgacic gctgcgctcg 540 
gtcgttcggc tgcggcgagc ggtatcagct cactcaaagg cggtaatacg gttatccaca 600 
gaatcogggg ataacgcagg aoagoocatg tgagcaaaog gccagcaaaa ggccaggaac 660 
cgtaaaaagg ccgcgttgct ggcgtttttc cotaggdcc gccccccigo cgagcatcac 720 
aoaaatcgac gctcaagtca gaggtggcga aacccgacag gactataaag ataccaggcg 780 
tttccccctg gaagctccct cgtgcgctct cctgttccgo ccctgccgct taccggatac 840 
ctgtccgcct Uctcccttc gggoogcgig gcgctttctc aiagctcacg ctgtoggtot 900 
ctcagttcgg tgtaggtcgt tcgctccoag ctgggctgtg tgcacgaacc ccccgttcog 960 
cccgoccgct gcgccttatc cggtaactot cgtcttgagt ccaacccggt aagacacgac 1020 
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Itatcgccoc tggcagcogc cactggtoac aggattagca gagcgaggta tgtaggcggt 1080 
gctacogagt tcttgoogtg gtggcctaac tacggctoco ctagaagaac oglotttggt 1140 
atctgcgctc tgctgoagcc agttaccttc ggaaaaagag ttggtagctc ttgotccggc 1200 
aaacaaacca ccgctggiag cggtggtttt tttgtttgca agcogcogat tocgcgcaga 1260 
aoaoaaggat ctcoagaaga tcctttgatc ttttctacgg ggtctgacgc tcagtggaac 1320 
gaaoactcac gtlaogggat tttgctcotg agocaotaoc cctgataaot gcttcaotaa 1380 
tattgooaoa ggoagogtat gagtottcao cotttccgtg tcgcccttat tccctttttt 1440 
gcggcatttt gccttcctgt ttttgctcac ccagaaacgc tggtgaoagt aaaagatgct 1500 
gacgotcagt tgggtgcacg agtgggttoc atcgaactgg atcicaacag cggtaagatc 1560 
cttgogaglt ttcgccccgo ogaocgtttt ccaatgatga gcacttttaa agttclgcta 1620 
tgtggcgcgg tattotcccg tattgacgcc gggcoogogc ooctcggtcg ccgcatacoc 1680 
taitctcaga atgocttggt tgogtactca ccagtcacag oaaagcatct tacggatggc 1740 
atgacogtao gogoattotg cogtgctgcc otaoccatga gtgataacac tgcggccaoc 1800 
ttacttctga caocgatcgg aggaccgaag gagctaaccg cttttttgca caocatgggg 1860 
goicotgtoa ctcgccttgo tcgtigggoo ccgqagctga atgaogccat accoaocgac 1920 
gagcgtgaca ccocgatgcc tgtagcaotg gcaacaacgt tgcgcaaact attoactggc 1980 
goactoctta ctctagcttc ccggcaacaa ttoatagact ggatggoggc ggataoagtt 2040 
gcoggaccac ttctgcgctc ggcccttccg gctggctggt ttattgctgo taootctgga 2100 
gccggtgagc gtgggtctcg cggtatcatt gcogcoctgg ggccagatgg taagccctcc 2160 
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cgtatcgtog Itotctacoc gocggggogt caggcaacta tggatgaacg oaatagocag 2220 
atcgctgago toggtgcctc actgattoog cattggtaac tgtcagocco ogtttactca 2280 
tatatacttt agattgattt aaaodtcat ttttoottta aaaggatda ggtgaagatc 2340 
cctagcttat cggccaattc ggatctttto ttggotctct agogaaotgt tctggcocct 2400 
gcacttgcac tggggacagc ctottttgct agtttgtttt gtttcgtttt gttttgatgg 2460 
agagcgtatg ttcggtaccc cacacaaaaa accaacacac ogatctoatg aaoatoaaga 2520 
tcttttattg gotcggggai ctaccctcct tttccacctg tgtttctcct tctcatcttc 2580 
atcacaaaag ccaccacagc tccagtgact ottgcagctc caaggacaac cagaocagca 2640 
atgattaccg tgttggagac agtggatggo ggaggctccc atctcagggt gaggggctca 2700 
ggcagcccct gatggtacac atggcatgtg taatactgct cdtcccaag aggcaccacc 2760 
acagotgccc octtctggaa ggttccatcc cctgcaggcc tggtctccac oagctccatg 2820 
tcctgggtca gctcctcccc attcaactgc caggtcoggg tgotgtcagc agggtagaag 2880 
cccagggccc agcacctcag ggtgocttta tdtcoggtc tgctgtgocg ggtcacatgg 2940 
gcctttgggg aatctgtgcg cggcagcgtc gcgttcccga gdgcoggta tctgcggagc 3000 
coctccacgc ocgtgccctc coggtaggcc cggtctctct ctgcatcacc ogcctgctcc 3060 
cacttgtgtt tggtgatcag cgccgccatg tcggccgccg tccacgtttt caggtcttcg 3120 
ttcogggcgo tgtoatcgca gccgtcgtat gcgtactgct cgtacccgcg gaggaggcgc 3180 
cagtccgocc ccacctcaca gccgtacotc cgttggaacg tgtgagagcc gcccgcgctc 3240 
tggttgtagt ogcgcagcgc ggtcctcogg ttcactcggo aaotctgctc attgcccttg 3300 
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gcgalctgcg tgttccgctc ccootactcg ggctccacct gciccotcca ccgcacccgc 3360 
ggctcoiacc tcggottctc cgcgtcgclg Icgoagcgca cgaactgcgt gtcgtccacg 3420 
tagccgacag agotgaoccg gggciicccg aggccgggcc gggacacggc ggtgtggaaa 3480 
tacctcagcg aatgtgggcc cgcgcgggtc tgagtcgggg ccagggcggc cgccaacagc 3540 
aggagcagco tgcogggtgc cotcgcaccg gtcggcgott cgagacttct gogttccgcg 3600 
ggctgcgtgg actttatogc cagcgtccgc ggcgacactg attggttctt ggtgatcgcg 3660 
ccacccaatg ggggtoogog ctgoctgcgc gtcaacagtg tccggacaga aggocctgac 3720 
ccaggttogg agcogoagtg ooactgtgga gatggggoot ccccogccct gggdtcccc 3780 
acccclgocc tcoccgcctg gcaaciaaga ctttgcctga occctgtgct gtcgtctccg 3840 
agttctgatc cogaoactrt cooaacacca ggagagoccc gcoggccaga ctctctgtgt 3900 
cctctcttcc actcttcctc ttccttcttc tcttcagaag tcagaccctg gagtdtcta 3960 
gaagaooagc ctcttccggg aatocaatgg igacacaagc gcttagggat gcagtggaga 4020 
gaggcttttc cttooagtcg oggctctggg ctgcaagccc cacacggacc ccocogagoc 4080 
coggctctgt tcacctgcaa Igggtggctc acactgccoa gcctgogtgc oggactcatc 4140 
tgttaogtgt agacttcgcc tctcccctco ggatctgtct tctcagccct gtgctgagac 4200 
acagattcct tgtgttaatt cctagatgaa gagtctgtgg ctgcaggtgt gtgtgtgtgt 4260 
gtgtgtgtgt gtgtgtgtot ttgaaacaag gatcttcott ctgagtcctg agtttgtctc 4320 
tgtggocctg ggocottgtt tcogcacagg agoccccctt gtccadgaa gagogocccc 4380 
igtgcagocc acogacagca gggcodgat cgctgtctcc actggocttc tctgtgtctg 4440 
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cocttccatg gtgcagttgc tttogtqact tootcocogt aggagoggaa ctgtcaccao 4500 
ctotaacoco gaataaggat gatagtgtgg tagaogttat gtaotttctg accclctccc 4560 
tccctccctg occttcoctc acacttatga gdgatgagg tgagggacat gaatgtcoca 4620 
gctgtgtggg acoctggttc tgotaaccto gtiggcccco gogttcrtca ggggoottgg 4680 
ccgatgatoo gctgtcoaoc atgagaattg gtcgatcgac coattcttgo agacgoaogg 4740 
gcctcgtgat acgcctattt ttotaggtta atglcatggg ccgataogct ogdtggctg 4800 
tggootgtgt gtcagttogg gtgtggaaog tccccaggct ccccogcogg cogaagtatg 4860 
caaagcatgc aictcaatta gtcogcoacc aggtgtggaa agtccccagg ctccccagca 4920 
ggcogcagta tgcooogcot gcatctcoot tagtcagcaa ccatagtccc gcccctaact 4980 
ccgcccotcc cgcccctaac tccgcccogt tccgcccatt ctccgcccco tggcigocto 5040 
atttttttta tttatgcaga ggccgoggcc gcctcggcct ctgagctatt ccagaagtag 5100 
tgoggaggct tttttggogg cctaggcttt tgcoaaaogc tcctcgagga actgaaaaoc 5160 
cagaaagtta actggtaagt ttagtcittt tgtcttUat ttcaggtccc ggatcggaat 5220 
tgcggccgc 5229 
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